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Tab.3 Nucleotide polymorphism in four geographical populations of 30 haplotypes of S. subcrenata

H1 CGGGATTTTGGTCAGCATTGA TAGGGATTTGTTTAAGGTTTC ATATTCGTGTTAATTTAGCGC AGCCGGCAGGTCTTTATGTAG AAGTTAGTCAGCTGTATAATG
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H18 - G..TC.TG .T..TG.G........... C. .C..C...C.C..CC.T..C. L CGT. . AL AGG. . AGG... L ALLTo L
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Tab. 4  The genetic distance within and between different
populations of S. subcrenata

ZS YT RS DL
ZS 0.0011
YT 0.21
RS 0.20
DL 0.26
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0.15

0.21

0.18 0.14
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ZS8
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RS4
DL5
DL9
YT1

_[YT4

—YT2
— RS3

YT3
E RS2

—RS1

0.02

1 4
Fig. 1

COlI

Phylogenetic relationships among four groups of S.
subcrenata based on COI gene partial sequences
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Abstract: General PCR technology was used for the amplification of mitochondrial COI gene partial sequences of four
groups of Scapharca subcrenata (Dalian, Rushan, Yantai, and Zhoushan). A total of 38 sequences from different populations
were determined and analyzed. The results are as follows: (a) After excluding both sides of the inaccurate sequences, 38 COI
gene partial sequences of S. subcrenata, 625 bp each, were eventually identified, among which 30 haploid types were de-
tected. (b) Based on partial COI gene sequence analysis of the four groups of S. subcrenata, the total variation loci, haploid
type diversity index S, nucleotide diversity index Pi, and average nucleotide difference index were 301, 241, 0.15048, and
92.242, respectively. (c) Cluster analysis showed that ark shells from three groups, Rushan, Dalian, and Yantai, had a high
degree of genetic diversity, and they clustered across, without the obvious characteristics of the groups. However, ark shells
from the Zhoushan group gathered themselves together, apart from the other three groups obviously. The genetic diversity
index of Zhoushan group was much lower than that of other groups. (d) Mitochondrial COI gene could not separate the ark
shells from Rushan, Dalian, and Yantai but can be a marker for Zhoushan populations of S. subcrenata, which provides more

basic data for the application of mitochondrial COI gene in population genetics.
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