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Identification results of colony PCR products from NS38
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SCREENING THE PROTEINS INTERACTED WITH NS38 IN GRASS
CARP REOVIRUS BY YEAST TWO-HYBRID SYSTEM

LI Jie', YAN Xiu-Ying', DING Yu', WU Zao-He?, JIAN Ji-Chang', XIE Ji-Guo'
(1. Guangdong Provincial Key Laboratory of Pathogenic Biology and Epidemiology for Aquatic Economic Animals,
Fisheries College, Guangdong Ocean University, Zhanjiang, 524025; 2. Zhongkai University of Agriculture
and Engineering, Guangzhou, 510225)

Abstract The proteins interactive with non-structural protein NS38 of GCRV096 (grass carp reovirus) was screened in
a yeast two-hybrid system, and the inserted fragments in positive clones were sequenced and analyzed bioinformatically.
The results show that yeast Y2HGold containing the recombinant vector of NS38 gene was successfully fused with yeast
Y187 that pre-transformed with cDNA library plasmid of CIK. Three positive clones were obtained, and two inserted
cDNA sequences were identified. The protein encoded by a cDNA fragment has higher homology of 99% with S16 subunit
of 40S ribosomal protein. These results may provide a basis for further study on the biological function of NS38 in the
duplication of GCRV(96.

Key words GCRV096; NS38; protein interaction; yeast two-hybrid system



