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Tab.1 Microsatellite primers and their amplification results in the four families of S. schlegelii

GenBank (5—3) T.(C)
#1 #2 #3
JQ246451 (AG)1 F: CCTCCAGAACTGAGCCAC 54 2 2 2
R: CGACCTCCTCTGGATAAGT
JQ246453 (GT)s F: TTCGCTATTATCAGGTGG 53 2 2 —
R: GGAGACGGAGTAAATGCT
JQ246466 (TG)22 F: GGCCGACCTGATTCACAG 54 — 3 3
R: TCAACGACCTCGACGACT
JQ246467 (TG)sN(TG)1o F: TAGGGACAAAGGACAGGG 54 2 1 1
R: GCAGCAAGACCGAACTCT
JQ246468 (AC)7 F: TAAACCAGGAATGAAGGG 54 2 2 2
R: ATGCTCGAATGCAAAGAG
JQ246471 (AC)2 F: TTCAATGAGTCCCACAGC 54 1 1 1
R: AACACCGCCTTACCAAAC
J1Q246472 (AC)ys F: TGCTCCCATCCCACGACT 54 2 1 3
R: GATCCCCTGGTGCCCTTC
1Q246477 (TG)sN10o(AC)1s F: GCATGAGGGAGTGAATGT 54 2 2 2
R: TGTTGGCTTATCAGTGTC
JQ771589 (AC)x F: TGTTTCATTGCCGTAGCC 53 — 5 3
R: CCCTCAGCGTCTTGTCCT
JQ771591 (TC)31NL(TC), F: GCCAGTGACAGGGAGAAC 54 — 2 3
R: TTGTCAGGTAACTGTGCC
JQ771593 (AC)19N37(AC)3N3 F: GCATTGACGGACTATCAG 54 2 2 —
(AC)3 R: GGTCGGTGATAACTTCTAG
JQ771594 (TG)sN2(TG), F: CTAGAAGCAGCACAACAT 54 2 — 2
R: GTGACAAACGGGAGAAAC
JQ771592 (AC) 5N, (AC):N; F: GCTCAAATTAGCCATCCG 54 1 2 3
(AC)13 R: AGGTTATTGCTGGTTTCG
JQ771590 (AC)1sN1(AC); F: AGCTCTGGACGTGATAGG 54 2 2 2
R: CTGTCACTCAGGGAAAGG
JQ771587 (AC)14 F: CTGGCTGACCCTTACACG 54 2 3 2
R: TGCATGAGTTTGCGCTTG
JQ771588 (AC) F: TCAGGCTGTCCACAACAAT 53 2 3 4
R: CTGGCAGGATGCTTCTTT
JQ771595 (AC)sNL(AC) 1o F: GGAGCAGTGGTGAAGTAG 54 1 — 3

R: CATAATGATAGAAAGGGTAG
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Fig.1 Amplification results of locus JQ771595 in family #1
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Fig.6 Amplification results of locus JQ771591 in family #3
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FAMILY ASSESSMENT WITH MICROSATELLITE MARKERS IN THE
OVOVIVIPAROUS BLACK ROCK FISH SEBASTES SCHLEGELII

CHU Guan-Nan', JIANG Li-Ming', YU Hai-Yang', ZHANG Zheng-Rui',
WANG Ya-Nan', JIANG Hai-Bin?, ZHANG Quan-Qi'

(1. College of Marine Life Science, Ocean University of China, Qingdao, 266003;
2. Shandong Marine Fisheries Research Institute, Yantai, 264006)

Abstract Microsatellite markers have been used in individual and parentage identification of aquatic animals. The

rock fish is ovoviviparous fish, which mate in the autumn and give rise to fry in the following May. In this article, we ana-

lyzed four maternal families using 17 highly polymorphic microsatellite loci. The results showed that in family #1 the

number of paternally derived alleles amplified by each locus was 1 to 2, in family #2 the number of paternal alleles was 2

to 5, while in family #3 and #4 the number paternal alleles was 2 to 4. Locus that could generate more than 6 paternal al-

leles was not found. From these results we conclude that family #1 was full-sib family derived from one male, family #3

and #4 were half-sib families produced by the mother mating with two males, while family #2 was maternal family that

contributed by at least three males. These results can provide basic support for the construction of genetic map, estimation

of heritabilities of economic traits and selective breeding based on family construction.
Key words Microsatellite; Ovoviviparous; Sebastes schlegelii; Parentage identification



