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1
1.1
2000 2 ( Penaeus chinensis)
s DNA, RNase Sau3Al 1%
, 500 —1000bpDN A ,
DNA pGEM-3zf(+ ) BamHI (CIAP)
DNA 103 ) T4DNA
, DH5a X-gal LB
,377C Tip 96 ,37C ,
-70°C
1.2 PCR
pGEM-3zf(+ ) T2/ SPs 7
(AT) (CT) PCR :T7/STR1 T7/STR2 SPe/STR1 SPe/
STR2 PCR 154, 1 x PCR Buffer
2.5Umol/L MgCly 0.2mmol/ L ANTP,5 3 15pmol/ Bl Taq DNA 1U
95C Smin, 94 C1lmin 40 Clmin 72 Clmin, 30 ,
72°C 10min 1%
1.3
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( PE ) ,
DNA,
2
2.1 PCR
(AT)7 (CT)~ 92 PCR
, 22 (AT)n (CT)n DNA
2.2
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22 18 , 31 ,
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Weber( 1990) : perfect
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; compound
, compound perfect  compound imperfect
., 31 , perfect 74% ,imperfect 2, 7%, com
pound perfect 1 , 3%, compound imperfect 5 16%( 1) perfect
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Tab.1 Classification of Penaeus chinensis including their repeat motifs and 5—and 3-flanking sequences
4 4 GenBank
(Weber, 1990)
Clone 5 GCGTGGT GGG (AG) 5(AC), GTATAGAGAA 2 perfect AF295787
Clone 11 GCACACGCAC (GT)p CTGTCTATAC 1 perfect AF295786
Clone 24  AATAAAGCCTG  (AAG)6(TA),(GA) (TA)3 Incomplete 1 compound  AF295788
(CATA),TAC (AT ) 19 (TG) imperfect
(TA), (TG) (TACA) (TA),
(TG) (TA),T ( ACAT ),
(GCAT ),AC (AT )4 ( AC)4A
(TG)3(TA)s (TG) (TAT) T
(TAT) C(TA) 5(TG) (TA),
(CA) (TA);(AT), (CATA)
(AT) G (TA),(GA) (TA),
(TACA)(TA)3(CA) (TA) LT
(TG) (TA)4(TG) (TACA)
(TA)5,(TG)(TA),(TGTA),
(TACA) (TA),CG(CA) 4(TG)
(TA)10T (TAT) G ( TA)4C
(AT) C (TA)sTC (TA);
(AT),GA (AT ),AC ( AT),
(TA)4
Clone 25  AAGTAAGTAA  (CA)STGA (AT ), ( GT); AAAAGAGATG 1 compound  AF295789
(ATA) GGA (AT )15 (GT) imperfect
(AT)s(GT) s(AT)2AC(AT) 4G
(CA) (TG) (AT), (GT),
(AT), s(AG) (TA) (AGAG)
(TA)(AG)(TA)4(AG) 4(TA)3
(GA)3(AT) (GA)7(CA)(GA)s
(AT) (GA), (TA) A5 (AT)
(GA)3A; (ATA) A (AG )y
(AT) (GA)4( TA) (AT) GAA
(AG)es (AT ) (GA)s(AG)2
(AT) (AG)55TTG (GA),A
(AG) . AAT (GAG) (GA),TT
(AG);
Clone 26 TTATAAGGCC (TA); TTGCAACAGA 1 perfect AF295790
Clone 27 GGTT CTCGAA (GCG) 3 GAGGCGGGAG 1 perfect AF295791
TATCTCAAAA (AG), TGAAAT GGCA 1 perfect
Clone 31  TGCTTAAT GG (TA), GCCCT GATTA 1 perfect AF295792
Clone 32 TTGTTTTTCA (TC)s(TATC),TG(TCT) A GTCTGGCGCT 1 compound  AF295793
(ACTA),GC(TGT) (CTAT) s imperfect
(CT)GT(CT) GA(CT) ;4
Clone 37  AATTTTATCT (AT) 5 TT CAAGTAAT 1 perfect AF295794
AAAAGT CCCA (AG); GAGGGGGAA 1 perfect
AAGAACAAAT (C) 3(AT) ,(GA)5(GT), Incomplete 1 compound
perfect
2 perfect
Clone 49 GT GTTCAT GG (AC) 6 AAAT ACCGTA 1 perfect AF295795
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< 4 GenBank
(Weber, 1990)
AT ACCGTAAG (TA) »(TG), Incomplete 2 perfect
Clone 57  CACCT TAT CA (TC), TTCTCGTTT G 1 perfect AF295796
TGACCTCAAT (TC); CTCTTCTCCC 1 perfect
GAGAAAGAAG (AGAT)GTT(GA) 4T (AGA) Incomplete 1 compound
(GATG)3(GA) , imperfect
1 perfect
Clone 61  CTGGCTATCT (CA); GCCAGGGTGT 1 perfect AF295797
Clone 62 AGAATTCCTT (CA); GCGACATCAT I perfect AF295798
Clone 66  CTGAAGACTG (A)g(AT),G(TA)y (AT) G CATGGTCACA 1 imperfect AF295799
(TA),T
GGGAAT ACAT (AC) 5A TTTGAGTGT G 1 perfect
TTTGA (GT)3 ATCTT 1 perfect
Clone 67  TCTTACGAT G (AT)3 TTTGGCGTTC 1 perfect AF295800
Clone 74  CTCACAATTC (CA), ACATACGAGC 1 perfect AF295801
Clone 77 AT GGATAGAC (AGGC) pA(GACA) (AG) (TA)  CTTAGCCAGC 1 compound ~ AF295802
(GACA) (GGCA) ( GACA), imperfect
(GGTA) ( GGCA) (GGTA),GG
(CAGA) LGG(GCAG),GC
Clone 85 TCCTGCCTGC (CT) o(TC)C(CT),G(TC), Incomplete 1 imperfect AF295803
3
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ISOLATING MICROSATELLITE DNA OF CHINESE SHRIMP
PENAEUS CHINENSIS

XU Peng, ZHOU Ling-Hua, XIANG Jiar-Hai
(Institute f Oceanology, T he Chinese Academy ¢ Sciences, Qingdao, 266071)

Abstract Thirty-one microsatellites of the Chinese shrimp Penaeus chinensis were cbtained through PCR
scareening small size fractionated libraries of P. chinensis with simple tandem repeats primers (AT) , and (CT) .
T he bacterial suspensions w ere used in PCR. A high temperature of 95 'C w as used for breaking the bacteria. Af
ter screening, recombinant positive cones containing micrcsatellites w ere sequenced. Among the 31 microsatellites
in 18 positive recombinant positive dones are 23 pefect ones (74%), 2 imperfect (7%), 1 compound perfect
(3%) ,and 5 compound imperfect (16%) . The experiment shows that microsatellite sequences characterized by
(AT) , and (CT), abundant in genomic DN A of Chinese shrimp. Primers can be designed according to these m+
crosatellite franking sequences and used in genetic analyss.

Key words Penaeus chinenss, Microsatellite, Screening



