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Sudy on the digribution of hepatitis A virus in ssawater and
shellfish in the coadtal area of Liaodong Bay
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Abstract : The results of hepatitis A virus (HAV) detected by RT-PCR in the surface layer seawater and
economic shellfish samples collected from several emphas s seacoast areasin Liaodong Bay were reported. The
research showed that there exists HAV in al the seawater samples and four economic shellfish samples. It is
obvious that life sewage serioudy afects the main seacoast area of Liaodong bay , 0 related departments must
reinforce sanitation manage in order to avoid prevalence of HV A caused by seawater and edible marine product.
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