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Serum proteomics of different traditional Chinese medicine syndrome
types of stage III — IV diabetic nephropathy
LIU Yinhao,CHEN Lizhen
(Zhangzhou Hospital of Traditional Chinese Medicine Affiliated to Fujian University of
Traditional Chinese Medicine ,Zhangzhou 363000, Fujian, China)

[ Abstract] Objective:To investigate the differentially expressed proteins in the serum of patients with stage
III - IV diabetic nephropathy ( DN) or those with different syndrome types. Methods: A total of 70 patients with
stage III — IV DN were enrolled as DN group,among whom 19 had deficiency of both Qi and Yin,18 had spleen —
kidney Qi deficiency,16 had blood stasis syndrome,and 17 had damp - heat syndrome, and 35 healthy individuals
were enrolled as healthy control group. Surface — enhanced laser desorption/ionization — time of flight — mass spec-
trometry was used to obtain the fingerprints of serum proteins,and the peaks of differentially expressed proteins were
analyzed. Results; There were significant differences in 9 protein peaks between the DN group and the healthy con-
trol group,with a mass — to — charge ratio (M/Z) of 2042.57,3291. 28 ,4986. 15,5312. 69 ,5564. 09,9861. 47 ,
10786. 53,13392. 89 ,and 17395. 27 ,respectively. There were significant differences in 4 protein peaks between the
patients with deficiency of both Qi and Yin and those with spleen — kidney Qi deficiency,with an M/Z of 2994. 77 ,
4986. 15,7937. 25 ,and 2758. 91 , respectively. There were significant differences in 4 protein peaks between the pa-
tients with deficiency of both Qi and Yin and those with blood stasis syndrome ,with an M/Z of 4986. 15,16982. 62,
6819. 69 ,and 9947. 36, respectively. There were significant differences in 3 protein peaks between the patients with
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deficiency of both Qi and Yin and those with damp — heat syndrome, with an M/Z of 4986. 15,11741. 33, and
7001. 54 ,respectively. There were significant differences in 3 protein peaks between the patients with spleen — kid-
ney Qi deficiency and those with blood stasis syndrome, with an M/Z of 3448. 22 ,8063. 43 ,and 9787. 21 , respec-
tively. There were significant differences in 5 protein peaks between the patients with spleen — kidney Qi deficiency
and those with damp — heat syndrome , with an M/Z of 2144. 34 ,3992. 01,8871. 35,10568. 32, and 14643. 47 , re-
spectively. There were significant differences in 6 protein peaks between the patients with blood stasis syndrome and
those with damp — heat syndrome ,with an M/Z of 4233. 15,5771. 32,5987. 18 ,8496. 76 ,6651. 25 ,and 13551. 94,
respectively. Conclusion; There are significant differences in the expression of serum proteins between patients with
stage III — IV DN and healthy individuals,which can be used as markers for clinical diagnosis and have an impor-
tant value in exploring the pathogenesis of DN. Differentially expressed proteins are observed in patients with differ-

ent syndrome types and may reflect the essence of the syndrome , which has great significance in establishing the de-

cision — making models for diagnosis.
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